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What is a macromolecular complex?
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Connecting Datatypes

Shared Annotations ©
Summary Sequence Protein Gene Ontology Phenotype Interactions Regulation Expression Literature
@FOCUS @GO @subunit @ complex SGD 2019-03-18
e — MAD1 / YGL086W Overview
Locus Overview Standard Name: MAD1 ! mitotic spindle assembly checkpoint
Sy Systematic Name: YGLOB6W
Protein SGDID: SGD:S000003054
Gena Ontology Feature Type: ORF, Verified
i Description: Coiled-coil protein involved in spindle-assembly checkpoint; required for inhibition of karyopherin/importin
omplex
Pse1p (aka Kap121p) upon spindle assembly checkpoint arrest; phosphorylated by Mps1p upon checkpoint @ Fn1-Bub3 ; jtotic checkpajnt complex, MAD1-MAD2-BUB1-BUB3 subcomplex
Phenotype activation which leads to inhibition of anaphase promoting complex activity; forms a complex with Mad2p; gene e N
Interaction dosage imbalance between MAD1 and MAD2 leads to chromosome instability 2345 @ Mitotic spindle assembly checkpoint Mad1-Mad2 complex
R : Name Description: Mitotic Arrest-Deficient 1 2
egulation N i
% " " . o © Mitotic checkpoint complex
- i Comparative Info: Integrated model organism details available at the Alliance of Genome Resources website
xpression
@ Mitotic checkpoint complex, CDC20-MAD
Summary
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References @
¢ Mitotic checkpoint complex, MAD1-MAD2-BUB1-BUB3 subcomplex
¢ Mitotic spindle assembly checkpoint Mad1-Mad2 complex London N and Biggins S (2014) Mad1 kinetochore recruitment by Mps1-mediated phosphorylation of Bub1 signals the spindle
checkpoint. Genes Dev 28(2):140-52 pmip: 24402315
SGDPaper  DOlfulltext PMCfulltext  PubMed
Lara-Gonzalez P, et al. (2012) The spindle assembly checkpoint. Curr. Biol. 22(22): R966-80. pmip: 23174302
Phenotype (1] Phenotype Details © SGDPaper  DOlfulltext  PubMed
Brady DM and Hardwick KG (2000) Complex formation between Mad1p, Bub1p and Bub3p is crucial for spindle checkpoint function.
. % . $ s X Curr Biol 10(11):675-8 pmio: 10837255
Summary: Non-essential gene; null mutant has chromosome instability defect and shows sensitivity to benomyl and SGDPaper DOIfulltext PubMed
reduced spore germination; in large scale studies null mutant is resistant to caffeine, camptothecin,

hydroxyurea and MMS, but sensitive to DMSO
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Future work

Reference: Cheslock PS, et al. (2005) The roles of MAD1, MADZ and MAD3 in
‘meiotic progression and the segregation of nonexchange chromosomes. Nat Genet
37(7):756-60
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Gene Ontology Term: meiotic spindle assembly checkpoint
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