The Alliance of Genome

Resources is a consortium of six

NIH and NHGRI-funded model organism databases (MODs),
representing mouse, yeast, worm, fly, rat, and zebrafish,

and the Gene Ontology (GO) Consortium.

The Alliance website (alliancegenome.org) provides a
synergistic integration of expertly-curated information on
model organisms and the functioning of cellular systems.
An easy-to-use interface enables unified access to comp-
-arative genomics and genetics data, facilitating cross-
-organism comparison and a better understanding of
human biology and disease.

craniofrontonasal syndrome

Definition A

Check out the Alliance of Genome Resources
website (alliancegenome.org) and get connected:

* Pan-MOD genes and genomic features
* Integrative ortholog tables

* Disease associations

* Mutant phenotypes

* Gene function

* Expression data

o Alleles

* JBrowse sequence feature viewing

e and more!

alliancegenome.org

Questions, suggestions?
alliance-helpdeskelists.stanford.edu

Alliance Facebook
facebook.com/alliancegenome

Alliance Twitter
twitter.com/alliancegenome

The Alliance is supported by NIH NHGRI
U24HG002223-1951, NIH NHGRI P41HG002659 (ZFIN),
NIH NHGRI U24HG002223 (WormBase),
MRC-UK MR/L001020/1 (WormBase), NIH NHGRI
U41HGO000739 (FlyBase), NIH NHLBI HL64541 (RGD),
NIH NHGRI U41HGO001315 (SGD), NIH NHGRI
HG000330 (MGD), and NIH NHGRI U41HG002273
(GOC, which also provides funding to WB, MGD, SGD).
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Name basket axon pskezzedz | CORVET complex 89 Gene Ontology

Synonyms Basket chemical sensitive bsk2@ allele PMID:14602080
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Automated Description Exhibits JUN kinase activity; involved in several processes, including eggshell chorion assembly, embryonic dorsal epidermis  bsk! 7 phenotypes PMID:11865058 7.
morphogenesis of an epithelium, and nervous system development; localizes to the axon and dendrite; PMID:9224721F
used to study Parkinson's disease; orthologous to several human genes including MAPK 10 (mitogen-

activated protein kinase 10). Showing 1 - 10 of 43 rows 2(3|4|585]|> i | SaCCharomyces
FB Description Basket (Bsk) is a serine/threonine-protein kinase, a key component of JNK pathway that phosphorylates ‘ G enome Data base
the Jra transcription factor. Bsk roles include regulation of cell shape and stress response. H 1ati . "
Disease Associations Empirical & orthology-based yeastgenome.org

Sequence Feature Viewer disease associations
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Expression

Mouse Genome
Informatics
informatics.jax.org

Function - GO Annotations Primary Sources -
Gene Ont°|°gy Other Sources [ EXpI’eSSIon data]

annotations

S e q u e nce Disease Genetic Entity
Genome location Chr2L:10247501...10250501 ' (3.00 kb) information Rat Genome
Assembly version R6.23 Parkinson's disease gene is implicated in PMID:23959949 Database
10.25M 10.25M 10.25M 10.25M 10.25M 10.25M 10.25M 10.25M _10.25M 10.25M 10.25M 10.25M 10.25M 10.25M 10.25M Parkinsonsdisense  baki@ — is implicated in PMID:23959949 rgd.mcw.edu
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Orthology Alleles [AIIeIes & associated diseases] WormBase
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Molecular Interactions [Molecular interactions] zfin.org

Species Genesymbol  Count Best® Best reverse @

" bsk bsk Interactor  Interactor
Homo sapiens MAPK10 100f10  Yes Yes molecule  experimental Interactor  Interactor molecule  experimental G o t I
type role gene species type role Interaction type Detection methods Source ID ene nto ogy
Homo sapiens MAPK8 90f 10 No Yes |m] protein prey p53 Drosophila protein bait physical antitag FBrf0218361-1.c: Consortlum

melanogaster I
Homo sapiens MAPK9 70f10 O OO protein  unspecified Drosophila protein  unspecified  physical experimental knowledge  FBrf0218395-41: geneon to ogy.org
role melanogaster role association based
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