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The	
   complete	
   genome	
   sequence	
   of	
   the	
   budding	
   yeast	
   Saccharomyces	
   cerevisiae,	
   and	
   its	
   annotaOon,	
   is	
   maintained	
   by	
  
the	
   Saccharomyces	
   Genome	
   Database	
   (SGD;	
   www.yeastgenome.org),	
   as	
   a	
   public	
   resource	
   for	
   researchers.	
   UnOl	
   recently,	
   the	
  
genome	
  sequence	
  displayed	
  at	
  SGD	
  has	
  been	
  derived	
  solely	
   from	
  the	
  S288C	
  strain	
  background.	
  We	
  have	
  now	
   incorporated	
  11	
  
addiOonal	
  S.	
  cerevisiae	
  genomes	
  into	
  SGD,	
  as	
  well	
  as	
  providing	
  their	
  annotaOon.	
   	
  We	
  have	
  also	
  developed	
  a	
  new	
  Variant	
  Viewer	
  
to	
  further	
  support	
  the	
  community's	
  analysis	
  of	
  these	
  new	
  data.	
  Variant	
  Viewer	
  allows	
  visualizaOon	
  and	
  comparison	
  of	
  sequences	
  
from	
  mulOple	
  strains.	
  Users	
  can	
  quickly	
  scan	
  the	
  enOre	
  genome,	
  or	
  a	
  subset	
  of	
  genes,	
  for	
  overviews	
  of	
  both	
  slight	
  and	
  significant	
  
sequence	
  differences.	
  SGD’s	
  Variant	
  Viewer	
  also	
   includes	
  a	
  more	
  detailed	
  comparison	
  of	
  sequence	
  differences	
  between	
  strains	
  
that	
   highlights	
   inserOons,	
   deleOons,	
   and	
   SNPs	
   that	
   is	
   available	
   for	
   both	
   viewing	
   and	
   download.	
   The	
   Variant	
   Viewer	
   offers	
   yet	
  
another	
  way	
   to	
   explore	
   the	
   genomic	
   sequence	
   data	
   available	
   at	
   SGD,	
   as	
   part	
   of	
   our	
   conOnuing	
  mission	
   to	
   educate	
   students,	
  
enable	
  bench	
  researchers	
  and	
  facilitate	
  scienOfic	
  discovery.	
  This	
  work	
  is	
  supported	
  by	
  a	
  grant	
  from	
  the	
  NHGRI	
  (U41	
  HG001315).	
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   Toggle	
  between	
  DNA	
  or	
  
protein	
  sequences	
  

Sort	
  displayed	
  loci	
  
by	
  either	
  variaOon	
  
or	
  chromosomal	
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Turn	
  on/off	
  the	
  display	
  
of	
  certain	
  strains	
  

This	
  dendogram	
  shows	
  similarity	
  
between	
  strain	
  sequences	
  across	
  

the	
  displayed	
  set	
  of	
  genes	
  

Enter	
  lists	
  of	
  comma-­‐
separated	
  loci	
  or	
  GO	
  
terms	
  to	
  display	
  
subsets	
  of	
  loci	
  for	
  

comparison	
  

Download	
  image	
  of	
  
the	
  annotated	
  view	
  

Compress	
  the	
  
display	
  to	
  view	
  
more	
  loci	
  within	
  
your	
  browser	
  

window	
  

Clicking	
  on	
  a	
  locus	
  
will	
  bring	
  up	
  a	
  

second	
  display	
  for	
  
the	
  individual	
  
locus	
  view	
  

Locus	
  Info:	
  Names,	
  descripOon,	
  
physical	
  chromosomal	
  locaOon	
  	
  

SNPs,	
  inserOons,	
  and	
  deleOons	
  are	
  displayed	
  in	
  
the	
  locus	
  view	
  at	
  posiOons	
  where	
  at	
  least	
  one	
  of	
  
the	
  strains	
  deviates	
  from	
  the	
  S288C	
  sequence	
  

Sequence	
  is	
  displayed	
  for	
  each	
  
strain	
  with	
  the	
  specific	
  

nucleoOdes	
  at	
  each	
  posiOon	
  
displayed	
  

The	
  dendogram	
  is	
  
redrawn	
  as	
  the	
  

dislayed	
  set	
  of	
  loci	
  
changes	
  

Visualize	
  and	
  compare	
  sequence	
  data	
  
across	
  12	
  different	
  strains:	
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