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The foundation for much of our understanding of basic cellular biology has been learned from the budding yeast
Saccharomyces cerevisiae, and studies with yeast have provided powerful insights into human genetic diseases and the
cellular pathways in which they are involved. This utility of yeast as a model for human disease arises from the
biochemical unity that underlies all forms of life. Recent work with humanized yeast (in which yeast genes have been
replaced with human orthologs) and humanized yeast proteins (in which key residues have been altered to match the
human sequence) has demonstrated extensive conservation of ancestral functions through time and across taxa. In order
to promote and support the ways in which yeast and yeast research can inform genetic medicine, the Saccharomyces
Genome Database (SGD; www.yeastgenome.org) is providing comprehensive curation for human disease-related genes
and their yeast homologs, including high quality manually curated information regarding functional complementation and
conserved function. Curated information for yeast genes is displayed on Homology pages and Disease pages at SGD in
ways that allow data mining and encourage innovation for researchers studying both yeast and other organisms. These
efforts are part of our continuing mission to educate students, enable bench researchers, and facilitate scientific
discovery. SGD is supported by a grant from the NHGRI (U41 HG0O01315).

Goal: promote ways in which yeast and yeast research can inform genetic medicine

Yeast and human homologs ¢ Disease associations ¢ Functional complementation

@yeastgenome

Contact us! sgd-helpdesk@lists.stanford.edu * www.yeastgenome.org/submitData

Yeast gene Human gene | Yeast gene Human gene | Yeast gene Human gene
ACO1 ACO2 GUF1 GUF1 RADS HLTF
ACT1 ACTA2 GUK1 GUK1 RADSO RADSO
ACT1 ACTG1 HEM12 UROD RADS1 RADS1
AFG3 AFG3L2 HEM15 FECH RADS3 CHEK2
AFG3 SPG7 HEM25 SLC25A38 RAS1 HRAS
AGC1 SLC25A10 HEM3 HMBS RAS1 KRAS
AGC1 SLC25A13 HEM4 UROS RAS2 KRAS
AGX1 AGXT HER2 QRSL1 RCH1 SLC10A7
AlM22 LIPT1 HFD1 ALDH3A2 RED1 SYCP2
AlP1 WDR1 HU1 DNAJA2 RER2 DHDDS
ALAl AARS1 HNT1 HINT1 RET1 POLR3B
ALAl AARS2 HRD1 SYVN1 RFT1 RFT1
ALG1 ALG1 HRP1 HNRNPDL RFT1 SEC61A1
ALG12 ALG12 HRQ1 RECQL4 RHO1 RAC1
ALG3 ALG3 HRR25 CASK RIO1 RIOK1
ALGS ALGS HRR25 CSNK1A1 RNH201 RNASEH2A
ALG6E ALG6E HRR25 CSNK1D RNH202 RNASEH2B
ALG8 ALG8 HRT1 RBX1 RNH203  RNASEH2C
ALGS ALGS HSC82 HSPSOAB1 RPB7 POLR2G
ALR1 MAGT1 HSH155 SF3B1 RPC19 POLR1D
ALR1 TUSC3 HSP31 PARK7 RPC40 POLR1C
AMD1 AMPD2 HSP32 PARK7 RPL10O RPL10O
ARC19 ARPC4 HSP33 PARK?7 RPL30 RPL30
ARD1 NAA10 HTS1 HARS1 RPL33A RPL35A
ARH1 FDXR HYM1 CAB39 RPNS PSMD12
ARV1 ARV1 HYM1 CAB3SL RPO31 POLR3A
ATG1 ULK1 ICP55 XPNPEP3 RPT1 PSMC2
ATGS ATGS ICT1 ABHDS RPT3 SPAST
ATP12 ATPAF2 IDH1 IDH3B RPTE PSMCS
ATP15 ATPSF1E IDH2 IDH3B RPT6 vCP
ATPE MT-ATP6 IDI1 IDI1 RRP40 EXOSC3
BCS1 BCS1L IDP1 IDH1 RRS1 RRS1
BETS TRAPPC1 IDP2 IDH1 RSP5 NEDD4
BPH1 LYST IFA38 HSD17B12 SAC6 LCP1
BRF1 BRF1 IFA38 HSD17B3 SAC6 PLS3
BRR2 SNRNP200 IKI3 ELP1 SAH1 AHCY
CAB2 PPCS IML1 DEPDCS SAR1 SAR1B
CAB4 COASY IRA1 BANF1 Scc2 NIPBL
CAK1 CDK7 IRA1 NF1 SCo1 SCo1
CAK1 TBK1 IRA2 NF1 SCOo2 SCOo2
CAR2 OAT ISM1 IARS2 SDH1 SDHA
CCAl TRNT1 ISU1 ISCU SDH2 SDHB
ccc2 ATP7A ISU2 ISCU SDH4 SDHD
ccc2 ATP7B KAE1l OSGEP SDH5 SDHAF2
CCs1 ccs KIN28 ACVR1C SDH6 SDHAF1
CCTS5 BBS10 KIN28 AKT2 SDH7 SDHAF3
CDC14 CDC14A KIN28 BMPR1B SDO1 SBDS
CDC20 CDC20 KIN28 GRK4 SEC12 ELP2
CDC28 CDK1 KRS1 KARS1 SEC12 GNB1L
CcDC28 CDK2 LAG1 CERS2 SEC12 IFT122
CDC33 EIF4E LAS17 WAS SEC14 SEC14L1
CDC34 UBE2B LEUS SLC25A16 SEC23 SEC23A
CDCA4S CDCA4S LIP2 LIPT2 SEC23 SEC23B
CDC48 VvCP LPD1 DLD SEC4 RAB33B
CDCS LIG1 LSM4 LSM4 SECS53 PMM2
CDH1 FZR1 MAS1 PMPCB SEC58 DOLK
CDS1 CDS2 MCD1 RAD21 SEIl1 BSCL2
CHD1 CHD1 MCM4 MCM4 SEN1 SETX
CIN2 RP2 MCMS MCMS SEY1 ATL1
CIN8 KIF11 MDH1 MDH2 SGF73 ATXN7
CKI1 CHKA MDM1 SNX14 SGS1 ABCG4
CKS1 CKS1B MDM35 TRIAP1 SGS1 BLM
CLP1 CLP1 MEC1 ATM SGS1 WRN
CMD1 CALM1 MEP2 RHCG SGV1 MOK
CMD1 CALM2 MES1 MARS1 SHH4 SDHD
CMD1 CALM3 MGM1 OPAl SIL1 SIL1
COAB COA6 MIA40 CHCHD4 SIR2 SIRT1
0Q2 coQ2 MIP1 POLG SIS1 DNAJB6
C coQ4 MLH1 MLH1 SKI3 SKIC3
coas COoQs MLH3 MLH3 SLM3 TRMU
CoaQs6 MNL1 EDEM1 SMP3 PIGZ
coas COQ: MOD5 TRIT1 SMT3 SUMO1
coas coQsB MPC1 MPC1 SNF2 SMARCA4
coQs coaQs MPE1 RBBP6 SNF4 PRKAG2
COX10 COX10 MPS1 GRK3 SNO4 PARK7
COX12 COX6B1 MRE11 MRE11 SNU13 SNU13
CRC1 SLC25A20 MRM2 MRM2 SOD1 SOD1
CRS1 CARS1 MRPS12 MRPS12 SOD2 SOD2
CSE1 CSE1L MSB3 USP6BNL SPO14 PLD1
CSE4 CENPA MSB4 USPENL SPT14 PIGA
CSE4 H2BW1 MSH2 MSH2 SPT15 TBP
CTR1 SLC31A1 MSH3 MSH3 SRB4 MED17
CUES TOLLIP MSH6 MSH6 SRV2 CAP1
CUPS MEIS1 MSR1 RARS2 SSC1 HSPAS
CUPS PKNOX1 MSS4 PIPSK1A SSL2 ERCC3
CUPS PKNOX2 MSS4 PIPSK1B §S8S1 SEC61G
CyCi CyCi MSW1 WARS2 STE24 ZMPSTE24
CyCi CYCcs MTO1 MTO1 STEG CFTR
CYc3 HCCS MYG1 MYG1 SUI2 EIF2S1
CYmM1 PITRM1 MYO4 MYOS5A SuI3 EIF252
CYs4 CBS MYO4 MYOS5B SYM1 MPV17
DBP2 DDX5 MZM1 LYRM7 TAZ1 TAFAZZIN
DDL1 DDHD1 NAM2 LARS2 TCA17 TRAPPC2L
DDL1 DDHD2 NAN1 COoP1 TDP1 TDP1
DFG10 SRD5A3 NAN1 PAFAH1B1 TEF2 EEF1A2
DFR1 DHFR NAT1 NAA1S5 TEL1 ATM
DIB1 PIGZ NCR1 NPC1 THG1 THGIL
DIB1 TXNL4A NDC80 NDC80 THI7 SLC15A2
DIC1 SLC25A10 NDI1 MT-ND4 THI80 TPK1
DIS3 DIS3 NOB1 NOB1 THS1 TARS1
DNA2 BLM NOP14 NOP14 TIF11 EIF1AX
DNA2 DNA2 NOP2 NOP2 TIF4631 EIF4G1
DNA2 WRN NPC2 NPC2 TIM13 TIMM13
DNF2 ATP8B1 NPR2 NPRL2 TIM44 TIMMA44
DNM1 DNMI1L NPR3 NPRL3 TIM8 TIMMSA
DOG2 PUDP NUP145 NUPS8 TOP2 TOP2A
DPM1 DPM1 NUS1 NUS1 TOP2 TOP2B
DUT1 DUT OAR1 CBR4 TOR1 MTOR
DYN1 DYNC1H1 ORC1 ORC1 TPI1 TPI1
ECM16 DHX37 ORC4 ORC4 TRM10 TRMT10A
ECO1 ESCO2 ORC6 ORC6 TRMS TRMTS
EFR3 EFR3A ORM2 ORMDL1 TRM7 FTSJ1
EMG1 EMG1 ORM2 ORMDL3 TRM732 THADA
ENVS RDH12 ORT1 SLC25A15 TRM82 WDR4
ERG1 SQLE PAC10 VBP1 TRS20 TRAPPC2
ERG11 CYP1SA1 PAF1 PAF1 TRS20 ZNF547
ERG12 MVK PAH1 LPIN1 TRS23 TRAPPC4
ERG26 NSDHL PAH1 LPIN2 TRZ1 ELAC2
ERG27 HSD17B7 PAH1 LPIN3 TSC10 KDSR
ERS1 CFL2 PAM16 PAM16 TSC13 TECR
ERS1 COG4 PCM1 PGM3 Tl TTI1
ERS1 CTNS PDAl PDHA1 TUB1 TUBA1A
ERS1 SLC16A1 PEPS VPS11 TUB2 TUBB1
ERS1 SLC16A7 PET112 GATB TUB2 TUBB2B
ERV1 GFER PETS SLC25A4 TUB2 TUBB3
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