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Strain Novel ORFs Reference 

AWRI796 74 Borneman et al. (2011) 

CEN.PK113-7D 83 Nijkamp et al. (2012) 

EC1118 77 Borneman et al. (2011) 

Foster’s B 36 Borneman et al. (2011) 

Foster’s O 48 Borneman et al. (2011) 

JAY291 16 Argueso et al. (2009) 

Kyokai No.7 48 Akao et al. (2011) 

QA23 110 Borneman et al. (2011) 

RM11-1a 38 Borneman et al. (2011) 

Sigma1278b 75 Dowell et al. (2010) 

VIN13 45 Borneman et al. (2011) 

VL3 54 Borneman et al. (2011) 

YJM789 34 Borneman et al. (2011) 





Split	  ORFs	  in	  BY4741,	  BY4742	  

YNR066C	  fused	  in	  RM11-‐1a,	  
Sigma1278b,	  W303	  
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Pan-‐genome	  

•  All	  genes	  found	  within	  a	  species	  

•  Core	  –	  conserved,	  essential	  
–  Actin,	  histones,	  replication,	  translation,	  etc.	  

•  Frequent	  –	  found	  in	  some	  genomes,	  not	  others	  
–  Adaptation	  to	  speciCic	  environments	  

•  Rare	  –	  rapidly	  evolving,	  especially	  mutable	  
–  High	  rates	  of	  gene	  birth	  and	  death	  



Expanding	  our	  scope:	  

•  Annotation	  and	  analyses	  of	  major	  strains	  
–  history	  of	  use	  and	  experimental	  results	  

•  “Shift	  the	  reference”	  
–  choose	  most	  appropriate	  genome	  	  



Awesome	  power	  of	  yeast	  genetics:	  

•  Investigation	  of	  individual	  gene	  products	  
•  Fertile	  environment	  for	  understanding	  biology	  
•  Continued	  need	  for	  ‘small	  science’	  
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