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Collection of GEO metadata
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* Dataset GEO ID * Date submitted * Category terms
* Dataset title e Data sample GEO * Taxon
« Dataset description IDs * Lablocation
* Assay type (RNA- e Data sample titles * Assay type

seq, microarray, etc) e Data sample types * Strain background
e Channel (RNA, DNA)

information e Taxon
* Lab location e Strain background

e PubmedID
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References and datasets
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s Reference: Slavov N, et al. (2014) Constant growth rate can be
mu.«u supported by decreasing energy flux and increasing aerobic
]
glycolysis. Cell Rep 7(3):705-14
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Formenting ghucose in the prosence of encugh cxygen 10 support respiration, known s sercbic glycolysis, is
believed to manimize growth rate. We observed increasing aercbic ghycolysis during exponential growth,
st ing add tional physiological roles for aercbic glycolysis. Wi investigated such roles In yeast batch
Cultures by quantiyieg 02 consamption, CO2 praduction, aming acids, mRNAS, proteins, posttranslational
modhcations, and stross sensithvity in the course of nine doublings at comtant rate. During this coune, the
celhs wopport 3 comtant biomana-groduction rate with decreaming rates of resgiration and ATP production but
2lso decrease their stress resistance. As the respiration rate decreases, 50 do the levels of enzymes catalyzing
rato-determining reactions of the tricarbantic-acid cycio [providing NADH for respiration) and of
mitochondrial folate-mediated NADPH production [required for axidative defense). The Aindings demonstrate
that mponential growth can represent not a single metabolc/Binniclogical state bt a continuem of changing
states and that aerobic ghycolysis can reduce the energy demands associated with resgiratory metabolism and

stress survival
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Dataset: Expression time course of yeast grown in a minimal

medium
GEOID:
Reference:
Channeis:
Conditions:
Description:

Categories:

Conditions

2ih

24h

Resources

GSESS773 2

Slavor N, et 2l (2014)
2

B

Time course of exponentially growing yeast cells Fermenting ghacose in the presence of enough
oxygen to support respiration, known as acrobic glycolysis, is belleved to maximize growth rate

fermentation, nutrient utilization

GO
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Protein abundance and half-life
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MDV1/
YiL112w

Protein
Overview

Experimental
Data

Domains and
Classification

Sequence

External

Identifers

Resources

Summary Sequence Protein Gene Ontology Phenotype Interactions Regulation Expression Literature

MDV1/YJL112W Protein © Protein Help @

Aliases: NET2%,FI527 ,GAG3?
Feature Type: ORF , Verified
Description: Peripheral protein of cytosolic face of mitochondrial outer membrane;

required for mitochondrial fission; interacts with Fisip and with the self-
assembled oligomeric form of the dynamin-related GTPase Dnm1p; contains
WD repeats; MDV1 has a paralog, CAF4, that arose from the whole genome
duplication 12345

Paralog: CAF4 %
Experimental Data
© Fn
Experiment *  Result Reference
abundance 3730 molecules/cell Ghagmmaghami S, et al, (2003)
abundance 101 arbitrary fluorescence units Newman JR, et al. (2006)
abundance 446 molecules/cell Kulak NA, et al. {2014)
abundance 72 arbitrary fluorescence units Chong YT, et al {2015)
half-fife 73hr Christiano R, et al (2014)
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Future Directions
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