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The	
  basis	
  for	
  much	
  of	
  our	
  understanding	
  of	
  transcrip8onal	
  regula8on	
  has	
  been	
  learned	
  from	
  the	
  budding	
  yeast	
  Saccharomyces	
  cerevisiae.	
  
Studies	
  with	
  yeast	
  have	
  also	
  provided	
  powerful	
  insights	
  into	
  the	
  diversity	
  of	
  protein	
  complexes	
  and	
  the	
  cellular	
  pathways	
  in	
  which	
  they	
  are	
  
involved.	
  We	
  will	
  present	
  an	
  update	
  on	
  new	
  developments	
  at	
  the	
  Saccharomyces	
  Genome	
  Database	
  (SGD;	
  hCp://www.yeastgenome.org/),	
  
the	
   premier	
   community	
   resource	
   for	
   budding	
   yeast.	
   We	
   have	
   expanded	
   the	
   scope	
   of	
   SGD	
   to	
   include	
   high	
   quality	
   manually	
   curated	
  
informa8on	
   regarding	
   transcrip8onal	
   regula8on	
  and	
  protein	
   complexes.	
  These	
  new	
  categories	
  are	
  provided	
   in	
  meaningful	
  ways	
  allowing	
  
data	
  mining	
  and	
  discovery	
  by	
  integra8ng	
  these	
  data	
  into	
  this	
  encyclopedic	
  online	
  resource.	
  In	
  addi8on	
  to	
  introducing	
  our	
  presenta8on	
  of	
  
these	
  newly	
  curated	
  data	
  we	
  will	
  highlight	
  other	
  new	
  developments,	
  such	
  as	
  methods	
  to	
  display	
  the	
  depth	
  of	
  sequence	
  varia8on	
  within	
  the	
  
many	
  available	
  genomes	
  of	
  S.	
  cerevisiae.	
  We	
  already	
  provide	
  access	
  to	
  many	
  of	
  the	
  strain	
  genomes,	
   in	
  addi8on	
  to	
  the	
  reference	
  genome	
  
sequence	
  of	
  strain	
  S288C.	
  We	
  will	
  annotate	
  and	
  provide	
  compara8ve	
  analyses	
  of	
  these	
  addi8onal	
  genomes,	
  correla8ng	
  sequence	
  changes	
  
with	
  varia8ons	
  in	
  cellular	
  phenotypes	
  and	
  protein	
  func8on.	
  SGD	
  maintains	
  these	
  different	
  datatypes,	
  and	
  distributes	
  them	
  to	
  the	
  scien8fic	
  
community	
  via	
  the	
  web	
  and	
  file	
  transfer.	
  These	
  expanded	
  outreach	
  efforts	
  are	
  part	
  of	
  our	
  con8nuing	
  mission	
  to	
  educate	
  students,	
  enable	
  
bench	
  researchers	
  and	
  facilitate	
  scien8fic	
  discovery.	
  This	
  work	
  is	
  supported	
  by	
  a	
  grant	
  from	
  the	
  NHGRI	
  (U41	
  HG001315).	
  

Transcrip2onal	
  Regula2on	
   Protein	
  Complexes	
   Sequences	
  &	
  Strains	
  

SGD is using ongoing cycles of rapid development to push new pages out in phases…Please stay tuned! 

CEN.PK Lab	
  strain	
  popular	
  for	
  systems	
  biology	
  studies 
D273-­‐10B Lab	
  strain	
  used	
  for	
  mitochondrial	
  studies 
FL100 Lab	
  strain	
  with	
  chromosome	
  rearrangements 
JK9-­‐3d Robust	
  growth	
  and	
  sporula8on;	
  SUP	
  muta8on 

RM11-­‐1a Vineyard	
  strain	
  with	
  long	
  life	
  span,	
  slower	
  aging 
SEY6210 Lab	
  strain	
  popular	
  for	
  autophagy	
  studies 
SK1 Lab	
  strain	
  used	
  for	
  sporula8on	
  and	
  meiosis	
  studies 

Σ1278b Lab	
  strain	
  popular	
  for	
  studying	
  pseudohyphal	
  growth 
W303 Lab	
  strain	
  popular	
  for	
  aging	
  studies 

X2180-­‐1A Lab	
  strain	
  isogenic	
  to	
  S288C 
Y55 Lab	
  strain	
  used	
  for	
  meio8c	
  recombina8on	
  studies 

“Alterna8ve	
  References”	
  
are	
  select	
  strains	
  with	
  a	
  
substan8al	
  history	
  of	
  use	
  
and	
  experimental	
  results	
  

Shi$	
  your	
  
reference!	
  


