
Tools and Resources
Kevin MacPherson

8/24/18



VS.

S288C
Axial budding

W303
Bipolar budding



BUD4 is mutated in W303



ATGCACGACGCAGAGAGTACCGTAGATTCTC
TACTGAAGGAGATAGACAATGAAATGGAACA
AACAAAGTCTAATATCACGCAAAATGGTTCC
GAAGATACACCACACAACTGGAAGCTTCCGC
TGCAGGAAATAGGCGATGATACCATGGAAAT
GTTGGTCAAACACAATACTAGGTCGAATGCT
ACAGAAAATAGTAGAGGTCGATCACCTTCTA
AGATGTCTACCATCTCAAATGAAAGCCTTAA
TTTGGGTCTCTTACGTGTAAATTCGGAACTT
GAAGAGTCTCCAGCCGCTGTGCATCAGGAAC
GGATTAAAAACTCTGTTGCCAACGGGGCACT
TGGTCATGCCAATTCTCCCAAAGTGCTTAAT
AATCTGAAAAATATGGCACAAGATATAGATA
AACTAGCCCGTGATGAGGAAAAGCCCGTAAA
ACTTAGCAGCTCTCCCCTTAAATTTACTTTG
AAATCGACTCAACCACTGCTGTCGTATCCAG
AATCGCCCATCCACAGAAGTTCTATTGAAAT
TGAAACGAATTACGATGACGAAGATGAAGAG
GAAGAAGATGCATACACATGTTTAACACAGT
CACCTCAAATATTACACTCTCCATCAAGGAT
TCCAATAACTAACGCAGTGTCGATTAATAAG
CTCAATCTTGATTTCACATTGAATCCCAACG
AATCAGACAAAAGTCTAGTATCTGACACCTC
AGTTGATAGCACAGGACGAGAACTAGATACG
AAAACAATCCCAGAATTACCATTTTGTATGT
CATCAACGCCCGAAATGACGCCAGTCGATGA
GAAATGTAACCTTCCAAGTAAATTGTTGAAC
ACTAGTAACAATTCACATTCTGATTCAAGAT
CGCCAACAGCCTCTGTGGAGGATTTAAACAT
TTCAACGAATCTGCCGGGTGCTGATTCCAGC
CAAAATAATCCAGTCACTACTGATGCGGATG
CGCTTATTGAAAACGATGTTGTGCGGGACCT
TCAACAGAATATGGAACATATCGATGATGCT
TTTGATGAGAAAAAAGTTCTTGACGAAGGTT
GCAGCAATGAGCCCGTTACCTTTTTGGGTGA
AAATGACACTAGGTCCATAGTATACTCTAAT
AAAGGGACCAATGCTAATGTTCAAGAATTTT
CACAGGAAGATTCTCTAGCGCACAGTGAACC
CAAATTCAAAGATCTTAATGCTACATCGGAT
GACGTATGGAATGAAGACAAAGAAACAGACG
CAAATATTTCAACATCTACAAAGTCAGAGGA
AAGCTACATTGCTGACTATAAAGTAACGAGA
CAAGAAGACTGGGATACCAAAAAGCTTCATC
AAGAAAGTGAACATGCAAATGAACAACCGGC
AATAATTCCTCAAAAGGATTCTTCAGAAGAA
ACATTCACTGAACTAAATAATGAAAGTGAAT
TCCAAAGGAACTTTAAGGATGGAGAGGAATA
CCGAATCGTTCAACACGAGGAGAGCCTGTAT
GGACAAAGAACAAAGAGTCCAGAAGAAAATA
TAATAAATGGCAGTGAAATTGGTGTCGACCA
TGGAGAGGCCGCTGAAGTGAATGAACCATTG
GCAAAAACTTCTGCAGAAGAACATGATCTTT
CATCATCATGTGAAGATCAGTCGGTGAGCGA
GGCTCGTAATAAAGACAGAATTGAAGAGAAG
GAAGTTGAAACTAAGGATGAGAACATTGAAA
CCGAGAAAGATGAAAGTGAGTACCATAAAGT
CGAAGAAAATGAAGAGCCGGAACACGTTCCC
CTCTTACCACCCCTGCCAAGATGGGAAGAAA
TTCAATTCAACGAGCCATTTATAGATGAAAA
TGATACCTCCAATGATTCCATCGATTTAACC
AGATCCATGAAACCATCAGATTACATTTCTA
TATGGCATATCCAAGAAGAGGAAATCAAATC
CAATTCACCAGAATCCATTGCCAACTCCCAA
TTTTCACAACAATCCTCGATTACCACTGCAT
CTACGGTCGATTCTAAGAAGGATAATGGATC
AACTTCGTTCAAATTCAAACCTAGAATAGTG
AGCAGGAGTAGGATTTACAATCCAAAAAGCA
GAGTATCCTCATTGAATTACTAC

ATGCACGACGCAGAGAGTACCGTAGATTCTC
TACTGAAGGAGATAGACAATGAAATGGAACA
AACAAAGTCTAATATCACGCAAAATGGTTCC
GAAGATACACCACACAACTGGAAGCTTCCGC
TGCAGGAAATAGGCGATGATACCATGGAAAT
GTTGGTCAAACACAATACTAGGTCGAATGCT
ACAGAAAATAGTAGAGGTCGATCACCTTCTA
AGATGTCTACCATCTCAAATGAAAGCCTTAA
TTTGGGTCTCTTACGTGTAAATTCGGAACTT
GAAGAGTCTCCAGCCGCTGTGCATCAGGAAC
GGATTAAAAACTCTGTTGCCAACGGGGCACT
TGGTCATGCCAATTCTCCCAAAGTGCTTAAT
AATCTGAAAAATATGGCACAAGATATAGATA
AACTAGCCCGTGATGAGGAAAAGCCCGTAAA
ACTTAGCAGCTCTCCCCTTAAATTTACTTTG
AAATCGACTCAACCACTGCTGTCGTATCCAG
AATCGCCCATCCACAGAAGTTCTATTGAAAT
TGAAACGAATTACGATGACGAAGATGAAGAG
GAAGAAGATGCATACACATGTTTAACACAGT
CACCTCAAATATTACACTCTCCATCAAGGAT
TCCAATAACTAACGCAGTGTCGATTAATAAG
CTCAATCTTGATTTCACATTGAATCCCAACG
AATCAGACAAAAGTCTAGTATCTGACACCTC
AGTTGATAGCACAGGACGAGAACTAGATACG
AAAACAATCCCAGAATTACCATTTTGTATGT
CATCAACGCCCGAAATGACGCCAGTCGATGA
GAAATGTAACCTTCCAAGTAAATTGTTGAAC
ACTAGTAACAATTCACATTCTGATTCAAGAT
CGCCAACAGCCTCTGTGGAGGATTTAAACAT
TTCAACGAATCTGCCGGGTGCTGATTCCAGC
CAAAATAATCCAGTCACTACTGATGCGGATG
CGCTTATTGAAAACGATGTTGTGCGGGACCT
TCAACAGAATATGGAACATATCGATGATGCT
TTTGATGAGAAAAAAGTTCTTGACGAAGGTT
GCAGCAATGAGCCCGTTACCTTTTTGGGTGA
AAATGACACTAGGTCCATAGTATACTCTAAT
AAAGGGACCAATGCTAATGTTCAAGAATTTT
CACAGGAAGATTCTCTAGCGCACAGTGAACC
CAAATTCAAAGATCTTAATGCTACATCGGAT
GACGTATGGAATGAAGACAAAGAAACAGACG
CAAATATTTCAACATCTACAAAGTCAGAGGA
AAGCTACATTGCTGACTATAAAGTAACGAGA
CAAGAAGACTGGGATACCAAAAAGCTTCATC
AAGAAAGTGAACATGCAAATGAACAACCGGC
AATAATTCCTCAAAAGGATTCTTCAGAAGAA
ACATTCACTGAACTAAATAATGAAAGTGAAT
TCCAAAGGAACTTTAAGGATGGAGAGGAATA
CCGAATCGTTCAACACGAGGAGAGCCTGTAT
GGACAAAGAACAAAGAGTCCAGAAGAAAATA
TAATAAATGGCAGTGAAATTGGTGTCGACCA
TGGAGAGGCCGCTGAAGTGAATGAACCATTG
GCAAAAACTTCTGCAGAAGAACATGATCTTT
CATCATCATGTGAAGATCAGTCGGTGAGCGA
GGCTCGTAATAAAGACAGAATTGAAGAGAAG
GAAGTTGAAACTAAGGATGAGAACATTGAAA
CCGAGAAAGATGAAAGTGAGTACCATAAAGT
CGAAGAAAATGAAGAGCCGGAACACGTTCCC
CTCTTACCACCCCTGCCAAGATGGGAAGAAA
TTCAATTCAACGAGCCATTTATAGATGAAAA
TGATACCTCCAATGATTCCATCGATTTAACC
AGATCCATGAAACCATCAGATTACATTTCTA
TATGGCATATCCAAGAAGAGGAAATCAAATC
CAATTCACCAGAATCCATTGCCAACTCCCAA
TTTTCACAACAATCCTCGATTACCACTGCAT
CTACGGTCGATTCTAAGAAGGATAATGGATC
AACTTCGTTCAAATTCAAACCTAGAATAGTG
AGCAGGAGTAGGATTTACAATCCAAAAAGCA
GAGTATCCTCATTGAATTACTAC
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SGD moved to cloud! 



Primer Design 
yeastgenome.org/primer3 
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Gene/Sequence Resources 
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GO Term Finder 
yeastgenome.org/goTermFinder 

Gene List

ENO2

TDH1

GLK1

GO Term Finder

Associated Functions
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Gene Ontology (GO)



GO Term Finder 
yeastgenome.org/goTermFinder 

GLK1
Gene

Function

glucokinase activity

Process
glycolytic process

Component
cytosol
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How does the cell respond to lactic acid stress?
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SGD Website 

yeastgenome.org 
 

Questions/Comments 
sgd-helpdesk@lists.stanford.edu 

 
YouTube Channel 

youtube.com/SaccharomycesGenomeDatabase 
 
 
 
 

Thank you!	

yeastgenome@


